Scale NW_022041541.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_007115625.1 50,895,000 50,896,000 50,897,000 50,898,000 50,899,000 50,900,000 50,901,000 50,902,000 50,903,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*) NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*) NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)

Augustus Gene Predictions

TOGA annotations using chicken/galGal6 as reference

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust id-LOC103823804

geneid-LOC112529967_id-LOC112529967.29442 geneid-LOC112529968_id-LOC112529968.19334 geneid-LOC112531732_id-LOC112531732.153790 geneid-LOC107049145_id-LOC107049145.8430 geneid-LOC112529970_id-LOC112529970.19334 rna-XM_015301019.2.1 geneid-LOC112529969_id-LOC112529969.8430

CR1-Y2_Aves CR1-Y2_Aves CR1-YB2_Pass

(CTCC)n

GC Percent

Repeats