Scale NC_081290.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_030435805.1 96,703,000 96,704,000 96,705,000 96,706,000 96,707,000 96,708,000 96,709,000 96,710,000 96,711,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_059170503.1 XM_059170597.1 XM_059170605.1 XM_059170401.1 XM_059170410.1 XM_059170460.1 XM_059170469.1 XM_059170495.1 XM_059170515.1 XM_059170539.1 XM_059170544.1 XM_059170554.1 XM_059170560.1 XM_059170580.1 XM_059170348.1 XM_059170376.1 XM_059170385.1 XM_059170452.1 XM_059170488.1 XM_059170510.1 XM_059170339.1 XM_059170357.1 XM_059170308.1 XM_059170310.1 XM_059170318.1 XM_059170329.1 XM_059170269.1 XM_059170278.1 XM_059170288.1 XM_059170299.1 XM_059170249.1 XM_059170260.1 XM_059170420.1 XM_059170478.1 XM_059170422.1 XM_059170394.1 XM_059170364.1 XM_059170365.1 XM_059170270.1 XM_059170428.1 XM_059170436.1 XM_059170442.1 XM_059170521.1 XM_059170531.1 XM_059170570.1 XM_059170588.1 XM_059170367.1 XM_059170372.1 XM_059170307.1 XM_059170296.1

XM_059170503.1 XM_059170597.1 XM_059170605.1 XM_059170401.1 XM_059170410.1 XM_059170460.1 XM_059170469.1 XM_059170495.1 XM_059170515.1 XM_059170539.1 XM_059170544.1 XM_059170554.1 XM_059170560.1 XM_059170580.1 XM_059170348.1 XM_059170376.1 XM_059170385.1 XM_059170452.1 XM_059170488.1 XM_059170510.1 XM_059170339.1 XM_059170357.1 XM_059170308.1 XM_059170310.1 XM_059170318.1 XM_059170329.1 XM_059170269.1 XM_059170278.1 XM_059170288.1 XM_059170299.1 XM_059170249.1 XM_059170260.1 XM_059170420.1 XM_059170478.1 XM_059170422.1 XM_059170394.1 XM_059170364.1 XM_059170365.1 XM_059170270.1 XM_059170428.1 XM_059170436.1 XM_059170442.1 XM_059170521.1 XM_059170531.1 XM_059170570.1 XM_059170588.1 XM_059170367.1 XM_059170372.1 XM_059170307.1 XM_059170296.1

NM_001148.6

L2d (TC)n A-rich (CT)n A-rich MIRc MIR (A)n

(CTT)n tRNA-Lys-AAG L2b Charlie29a

MIRc L2a (T)n

GA-rich

(CT)n LTR91A MIR (T)n

(TC)n A-rich A-rich MIRb

GC Percent

Repeats