Scale NC_083276.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_963506605.1 45,241,000 45,242,000 45,243,000 45,244,000 45,245,000 45,246,000 45,247,000 45,248,000 45,249,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

RGS6

RGS6

NM_019342.1

DR0643777 DR0643777

DR0643547

DR0643540

DR0643777

DR0643515 DR0646093 DR0646071

DR0643836

DR0643849

DR0643825 DR0643561 DR0644301

DR0643521 DR0644715 DR0643936

DR0643554 (TC)n DR0643603

DR0644232 (ATG)n

GC Percent

Repeats