Scale 5 kbt | GCA_028858625.1
CM054207.1: | 69,944,0001 69,945,000 69,946,000 69,947,000 69,948,000 69,949,000 69,950,000 = 69,951,000 69,952,000 |

GC Percent IV BT D101 (VREREDN W IRARIN 111100 cowtn wonn w5 R RRETS N ORE 1 1 000 00w ——— w0 o
A ustus Gene Predictions
RefSe NAs mapped to this assem (2,
CpG Islands (Islands < 300 Bases are Light Green)

Re| eatMasker Repeti ements
CRI1-L3B_Croc s P 355 R

Repeats DR0008366 - DR0008302 [EEEl
DR0008274 FEBSEEE
Simple Tandem Repeats by TRF

Unmasked CpG

Simple Repeats | n | s
Genpmic Intervals Windo r+ Dust
WM+SDust 1 Il | M pmic Intervals Magigd by VRS | I I | rnnn



