
Scale
NC_040903.2:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_004126475.2
72,811,000 72,812,000 72,813,000 72,814,000 72,815,000 72,816,000 72,817,000 72,818,000 72,819,000 72,820,000

GC Percent in 5-Base Windows
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Augustus Gene Predictions
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