Scale CM059840.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_030463535.1 33,131,000 33,132,000 33,133,000 33,134,000 33,135,000 33,136,000 33,137,000 33,138,000 33,139,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0237307 DR0238013

DR0179636 DR0237524

DR0237936 DR0237358 DR0237358 DR0178534 DR0178534 DR0179511 DR0179318 DR0178650 (CA)n

(AC)n

DR0238072

DR0179243 DR0179243 (A)n DR0179066 DR0179374

(AC)n

(TAT)n

DR0236836 DR0178357 DR0237064 DR0178472 (CA)n DR0238044

DR0237381 DR0237381

DR0179045

DR0236562

DR0236562

(AC)n

GA-rich

(TG)n

(GT)n DR0237664 DR0237764

DR0179610

DR0179377

(AAGTCA)n

DR0237024 (TC)n DR0179298 DR0179209 DR0178328

DR0179094 DR0238017

DR0179094

DR0236819

(TTCTC)n (AC)n DR0179031 DR0178907

GC Percent

Repeats