Scale JAPDVU010000001.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_026230045.1 79,141,000 79,142,000 79,143,000 79,144,000 79,145,000 79,146,000 79,147,000 79,148,000 79,149,000 GC Percent in 5-Base Windows Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g1060.t1

L1MA9 (AAAAG)n CR1_Mam GA-rich MIR MIRb (TATTAA)n

MIRc tRNA-Tyr-TAC

(AT)n MIR L2 (AC)n

GA-rich

L1MA9

GC Percent

Repeats