Scale OZ073212.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964165515.1 76,697,000 76,698,000 76,699,000 76,700,000 76,701,000 76,702,000 76,703,000 76,704,000 76,705,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g800.t1

NM_001075171.2

L1MC1 L1MA9

Tigger2

Tigger2 L1MCa (AATA)n L1MA9 (A)n

(AC)n

L1MC4

(ATTT)n L1MC4a MER67A

LTR107_Mam (A)n A-rich MIR (ATGTGT)n tRNA-Glu-GAG_v

L1ME4b HAL1ME (T)n

MIRb L2a

GC Percent

Repeats